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□ 1: U60661 . Neisseria meningi...[gi:1546006] 
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LOCUS NMU60661 1116 bp DNA linear BCT 08-NOV-1996 

DEFINITION Neisseria meningitidis alpha-2 , 3 -sialyltransf erase gene, complete 
cds . 

ACCESSION U60661 

VERSION U60661.1 GI: 1546006 

KEYWORDS 

SOURCE Neisseria meningitidis 

ORGANISM Ne isseri a meningi tidis 

Bacteria; Proteobacteria ; Betaproteobacteria; Neisseriales ; 
Neisseriaceae; Neisseria. 
REFERENCE 1 (bases 1 to 1116) 

AUTHORS Gilbert, M., Watson, D.C., Cunningham, A. M. , Jennings , M . P . , Young, N.M. 
and Wakarchuk, W.W. 

TITLE Cloning of the lipooligosaccharide alpha-2 , 3 -sialyltransf erase from 

the bacterial pathogens Neisseria meningitidis and Neisseria 
gonorrhoeae 

JOURNAL J. Biol. Chem. 271 (45), 28271-28276 (1996) 
MEDLINE 97067044 
PUBMED 89 10 4 4 6 
REFERENCE 2 (bases 1 to 1116) 

AUTHORS Gilbert, M. , Michniewicz, J. J. , Watson, D.C. and Wakarchuk, W.W. 
TITLE Direct Submission 

JOURNAL Submitted (13 - JUN-1996) Institute for Biological Sciences, National 
Research Council of Canada, 100 Sussex Drive, Ottawa, Ontario K1A 
0R6, Canada 
FEATURES Location/Qualifiers 
source 1 . . 1116 

/organism^ "Neisseria meningitidis" 
/mol_type="genomic DNA" 
/strain="406Y, NRCC 4030" 
/db_xref = " taxon : 4 87 " 

/note= "Capsule type: Y; lipooligosaccharide type: L3 " 
CDS 1. . 1116 

/note="The gene product activity was determined 

experimentally" 

/codon_start=l 

/trans 1 table=l 1 

/product^ "alpha-2 , 3 -sialyltransfera.se" 
/protein_id= " AAC44 543 . 1 " 
/db_xref ="GI : 1546007 " 

/translation "MGLKKACLTVLCLIVFCFGIFYTFDRVNHGERNAVSLLKDKLFN 
EEGEPVNL I FC YTI LQMKVAERI MAQHPGERF YWLMS ENRNEKYD Y YFKQ I KDKAER 
AYFFHLPYGLNKSFNFIPTMAELKVKSMLLPKVKRIYLASLEKVSIAAFLSTYPDAEI 
KTFDDGTGNLIQSSSYLGDEFSVNGTIKRNFARMMIGDWSIAKTRNASDEHYTIFKGL 
KNIMDDGRRKMTYLPLFDASELKAGDETGGTVRILLGSPDKEMKEISEKAAKNFNIQY 
VAPHPRQTYGLSGVTTLNS P YVI ED Y I LRE I KKNPHTRYE I YTFFSGAALTMKDFPNV 
HVYALKPASLPEDYWLKPVYALFTQSGIPILTFDDKN" 

ORIGIN 

1 atgggcttga aaaaggcttg tttgaccgtg ttgtgtttga ttgttttttg tttcgggata 

EXHIBIT H 
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61 ttttatacat ttgaccgggt aaatcatggg gaaaggaatg cggtttccct gctgaaggac 

121 aaactcttca atgaagaggg ggaaccggtc aatctgattt tctgctatac catattgcag 

181 atgaaggtgg cggaaaggat tatggcgcag catccggggg agcggtttta tgtggtgctg 

241 atgtctgaaa acaggaatga aaaatacgat tattatttca agcagataaa ggataaggcg 

301 gagcgggcgt attttttcca cctgccctac ggtttgaaca aatcgtttaa tttcattccg 

3 61 acgatggcgg agctgaaggt aaagtcgatg ctgctgccga aagtcaagcg gatttatttg 
421 gcaagtttgg aaaaagtcag cattgccgcc tttttgagca cttacccgga tgcggaaatc 

4 81 aaaacctttg acgacgggac aggcaattta attcaaagca gcagctattt gggcgatgag 
541 ttttctgtaa acgggacgat caagcggaat tttgcccgga tgatgatcgg agattggagc 
601 atcgccaaaa cccgtaatgc ttccgacgag cattacacga tattcaaggg tttgaaaaac 
661 attatggacg acggccgccg caagatgact tacctgccgc tgttcgatgc gtccgaactg 
721 aaggcggggg acgaaacggg cggcacggtg cggatacttt tgggttcgcc cgacaaggag 
781 atgaaggaaa tttcggaaaa ggcggcaaaa aacttcaaca tacaatatgt cgcaccgcac 
841 ccccgccaaa cctacgggct ttccggcgta accacattaa attcgcccta tgtcatcgaa 
901 gactatattt tgcgcgagat taagaaaaac ccgcatacga ggtatgaaat ttataccttt 
961 ttcagcggcg cggcgttgac gatgaaggat tttcccaatg tgcacgttta cgcattgaaa 

1021 ccggcttccc ttccggaaga ttattggctc aagccggtgt atgccctgtt tacccaatcc 

1081 ggcatcccga ttttgacatt tgacgataaa aattaa 
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